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Abstract


	The aim of this study was to analyse the frequencies of the genotypes and alleles of the porcine obesity gene (LEP) in 101 commercial hybrid pigs [(LW x L) x hybrid boars]. The genotypes were determined by means of PCR-RFLP methods (Stratil et al., 1997) from blood samples. The frequencies of the genotypes of the LEP gene were: TT = 0.85, CT = 0.15. There do not exist the CC genotypes in this study. The frequencies of the alleles of the LEP gene were: T = 0.925, C = 0.075. The population was in Hardy - Weinberg genetic equilibrium (Table 1).
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	The product of the obesity gene (LEP), a hormone leptin is thought to play an important role in regulation of body weight, fat deposition and food intake.  (Neuenschwander et al., 1996; Houseknecht et al., 1998). Leptin is seen to signal satiety by binding to leptin receptors in the brain (Rothschild et al., 1997). The LEP locus  may represent a QTL for food intake. It is known, that mice with mutations in LEP (ob/ob) gene are infertile as well as obese (Rothschild et al., 1997). Exogenous administration of leptin to ob/ob mice leads to a significant improvement in reproductive status as well as reduced food intake and weight loss (Houseknecht et al., 1998). So, LEP gene may be an interesting  gene not only in regulation of food intake but in reproduction of animals too.


	We determined the genotypes of the LEP gene in 101 commercial hybrid pigs - the progeny of twelve sows (LW x L) and two hybrid boars (Pn x LWfather line) - by means of PCR-RFLP technique. The resulted genotypes were characterised by the occurrence of these fragments: TT - 152bp; CT - 152, 84, 68; CC genotype was not found after digestion by HinfI. 


	The distribution of the LEP genotypes and alleles are given in table 1. Most of the animals (85 %) carried the TT genotype. We did not find any homozygous of the CC genotype. 


Table 1 


The frequencies of the genotypes and alleles of the obesity gene in 101 commercial hybrid  pigs  


�
          frequency of genotypes


          TT             CT           CC�
              frequency of alleles�
�
n�
        86             15            0�
T = 0.925 ( 0.02�
�
%�
      0.85           0.15          0�
C = 0.075 ( 0.02�
�
           (2  =  0.01384                d. f.  = 1                  P ( 0.05�
�



	The high frequency of T allele of the LEP gene agrees with the results published by Stratil et al. (1997) in European domestic pig (LW, L, Pn, Ha, Black Pied Přeštice, Czech Meat Pig). In Meishan these authors observed only the allele C. The analysed polymorphic system showed a Hardy - Weinberg genetic equilibrium.
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